The complete genome sequence of Lactobacillus crustorum deciphered by PacBio RS II and Illumina HiSeq 4000 sequencing was first reported with one chromosome and two plasmids. Sequence analysis of L. crustorum MN047 showed probiotic characteristics.
adhesion, thiamine, riboflavine, cobalamin and folate biosynthesis, antioxidative property, heavy-metal degradation, aromatic-compounds degradation, exopolysaccharide production, and bacteriocin production. Therefore, this genome sequence provides bases for studying the mechanisms for the probiotic properties of L. crustorum MN047 systematically.
Accession number(s).
The complete genome sequence of L. crustorum MN047 was deposited in GenBank under the accession numbers CP017996 (chromosome), CP017997 (plasmid 1), and CP017998 (plasmid 2).
